
 
 

     
    

06/30/2023 
 

Ryan Mills 
 

 

1 
 

 

   
     

 

Ryan Mills 

Associate Professor 
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Arbor, MI, 48019, United States 

734-647-9628 - remills@umich.edu 
 

 

   

Education and Training 
Education 

08/1996-05/2000 AB, Wabash College, Crawfordsville, IN 

08/2000-08/2003 MS, Georgia Institute of Technology, Atlanta, GA 

09/2003-05/2006 PhD, Georgia Institute of Technology, Atlanta, GA 
 

   

Postdoctoral Training  

01/2006-10/2008 Postdoctoral Fellow, Genetics/Genomics, Emory University, Biochemistry, Atlanta, 
GA, Dr. Scott Devine 

 

   

Work Experience 

Academic Appointment 
01/2012-09/2018 Assistant Professor, Computational Medicine and Bioinformatics, University of 

Michigan, Ann Arbor, MI 
01/2012-09/2018 Assistant Professor, Human Genetics, University of Michigan, Ann Arbor, MI 

09/2018-Present Associate Professor, Computational Medicine and Bioinformatics, University of 
Michigan, Ann Arbor, MI, (Tenured) 

09/2018-Present Associate Professor, Human Genetics, University of Michigan, Ann Arbor, MI 

Administrative Appointment 
01/2009-12/2011 Team Leader, Bioinformatics and Medical Diagnostics Team, Molecular Genetic 

Research Unit, Brigham and Women's Hospital, Boston, MA 
04/2022-Present Program Director of DCMB Computing Infrastructure, Computational Medicine and 

Bioinformatics, University of Michigan, Ann Arbor, MI 

Research Position 
11/2008-12/2011 Research Associate, Pathology, Brigham & Women's Hospital, Harvard Medical 

School, Boston, MA 
 

   

Research Interests 
   •   The primary purpose of sequencing genomes is to identify the underlying genetic variation between 
individuals and to explore what role those changes have on human phenotypes. Our research laboratory 
develops and implements methods to precisely identify and resolve different types of genomic variation both 
between and within individuals. Our goal is to integrate this information with other forms of biologically and 
medically relevant data to improve our overall understanding of human health and disease. 

 

   

Grants 
Current Grants 
1UG3NS132084-01:Molecular and Computational Tools for Identifying Somatic Mosaicism in Human 
Tissues: 

https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
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PI  
National Institutes of Health 
04/2023 - 03/2028 
$2,753,821 
 
Improving Bioinformatics Methods for Analysis of Virus-Associated Cancers: 
Co-I 
Innovation in Cancer Informatics (ICI) 
08/2022 - 08/2024 
$224,000 
 
N/A:Repetitive elements in human health and disease: 
MPI 
Ryan Mills(MPI);Alan Boyle(MPI);Peter Todd(MPI) 
Taubman Institute Innovation Program (TIIP) 
07/2022 - 06/2024 
$659,764 
 
U01HG011952:Predicting the Impact of Genomic Variation on Cellular States: 
Co-I (Principal Investigator:Alan Boyle) 
National Institutes of Health 
08/2021 - 05/2026 
$3,179,945 
 
R21HG014493:New technologies for accurate capture and sequencing of repeat-associated regions: 
MPI 
Alan Boyle(MPI);Ryan Mills(MPI) 
National Institutes of Health 
12/2020 - 11/2023 
$643,024 
 

Submitted - Open 
R01DE032699-01A1:Defining the Role of HPV Integration Structures in HNSCC Molecular Heterogeneity: 
MPI 
Chad Brenner(MPI);Matthew Spector(MPI);Ryan Mills(MPI) 
National Institutes of Health 
09/2023 - 08/2028 
$3,798,377 
 
U01CA:Early-stage Development of Structural Analysis Technology for Virus-Associated Cancer Research 
and Management: 
PI 
National Institutes of Health 
07/2023 - 06/2026 
$1,391,832 
 
R21HG012849:A multi-omics framework for detection and functional analysis of transposable elements in 
human tissues: 
Co-I (Principal Investigator:Weichen Zhou) 
National Institutes of Health 
07/2023 - 06/2025 
$415,921 
 
R01:Somatic mutations and AD resilience: 
Co-I (Principal Investigator:Alan Boyle) 

https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135921
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2027151
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2112229
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1385817
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383311
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135923
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135929
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463


 
 

     
    

06/30/2023 
 

Ryan Mills 
 

 

3 
 

 

   
     

National Institutes of Health-Subcontracts sourced funding through Lieber Institute, Inc. 
04/2023 - 03/2028 
$1,675,130 
 

Submitted - Not Funded 
R01:Defining the Role of HPV Integration Structures in HNSCC Molecular Heterogeneity: 
MPI 
Chad Brenner(MPI);Matthew Spector(MPI);Ryan Mills(MPI) 
National Institutes of Health 
04/2023 - 03/2028 
$3,820,341 
 
R01:Identification of Genetic Drivers of Aggressive Mucoepidermoid Carcinoma: 
Consultant on (Principal Investigator:Chad Brenner) 
National Institutes of Health 
09/2022 - 08/2027 
$4,467,315 
 
R21HG012849:A multi-omics framework for detection and functional analysis of germline and somatic 
transposable elements in human tissues: 
Co-I (Principal Investigator:Weichen Zhou) 
National Institutes of Health 
09/2022 - 08/2024 
$416,696 
 
R35NS:Short Tandem Repeats in Neuronal Function and Human Neurological Disease: 
Consultant on (Principal Investigator:Peter Todd) 
National Institutes of Health 
04/2022 - 03/2030 
$7,137,931 
 
R01:Dissecting the Molecular Role of HPV Integration-Associated E2 Loss in HNSCC: 
MPI 
Chad Brenner(MPI);Matthew Spector(MPI);Ryan Mills(MPI) 
National Institutes of Health 
04/2022 - 03/2027 
$3,819,905 
 
BII: The MINOTAuR Institute: Multiscale Integration of NeurOnal Temperature Adaptive Responses: 
Co-I (Principal Investigator:Nils Walter) 
National Science Foundation 
09/2021 - 08/2026 
$12,500,000 
 
R01DE029523:Identification of Genetic Drivers of Aggressive Mucoepidermoid Carcinoma: 
Consultant on (Principal Investigator:Chad Brenner) 
National Institutes of Health 
09/2021 - 08/2026 
$3,878,151 
 
R01DE029523:Identification of Genetic Drivers of Aggressive Mucoepidermoid Carcinoma: 
Consultant on (Principal Investigator:Chad Brenner) 
National Institutes of Health 

https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2168463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135922
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2167876
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2135924
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2166081
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2165777
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163860
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2164804
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
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07/2021 - 06/2026 
$3,883,083 
 
F31CA239505:Sites of HPV Integration and Effects on Cellular Biology in Oropharyngeal Cancer: 
Consultant on 
National Institutes of Health 
04/2020 - 12/2021 
$74,947 
 
Applications for genome processing and analysis of long-read sequence data: 
PI 
Chan Zuckerberg Initiative (CZI), LLC 
12/2019 - 11/2020 
$95,021 
 
R01:EVOLUTIONARY TRAJECTORIES OF CRYPTIC GENOMIC STRUCTURAL VARIANTS IN 
PRIMATES: 
PI 
National Institutes of Health-Subcontracts sourced funding through University at Buffalo 
07/2019 - 06/2023 
$373,221 
 

Past Grants 
U24HG007497:Identifying and Characterizing the Full Spectrum of Haplotype-resolved Structural Variation 
in Human Genome: 
PI 
National Institutes of Health-Subcontracts sourced funding through The Jackson Laboratory 
08/2019 - 05/2023 
$597,831 
 
F31HG010569:Discovering Novel Structural Genomic Rearrangements Using Deep Neural Networks: 
Mentor 
National Institutes of Health 
04/2019 - 03/2022 
$112,983 
 
R35GM128836:Mechanisms of translational control: 
Consultant on (Principal Investigator:Kristin Koutmou) 
National Institutes of Health 
08/2018 - 07/2023 
$1,847,095 
 
N/A:Short Tandem repeats in precision health and human disease: 
MPI 
Ryan Mills(MPI) 
Precision Health Investigators Award 
01/2019 - 12/2020 
$300,000 
 
U41HG007497:An Integrative Analysis of Structural Variation for the 1000 Genomes Project: 
PI 
National Institutes of Health-Subcontracts sourced funding through The Jackson Laboratory 
09/2017 - 08/2018 
$84,451 
 

https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2163357
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158802
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2158770
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2156194
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1383463
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1376737
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380727
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=2136372
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1380847
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R01AI118886:Fidelity, robustness, and diversity in RNA virus evolution and pathogenesis: 
Co-I (Principal Investigator:Adam Lauring) 
National Institutes of Health 
01/2016 - 12/2021 
$2,023,562 
 
U01MH106892:2/3 Schizophrenia Genetics and Brain Somatic Mosaicism: 
Consultant on (Principal Investigator:John Moran) 
National Institutes of Health 
05/2015 - 01/2022 
$4,706,350 
 
F31NS090883:Upstream open reading frames in neuronal function: a singular and genome-wide approach: 
Consultant on 
National Institutes of Health 
03/2015 - 02/2018 
$102,399 
 
U41HG007497:An Integrative Analysis of Structural Variation for the 1000 Genomes Project: 
PI 
National Institutes of Health-Subcontracts sourced funding through The Jackson Laboratory 
09/2013 - 08/2018 
$355,492 
 
R01HG007068:Discovery and Analysis of Structural Variation in Whole Genome Sequences: 
PI 
National Institutes of Health 
09/2013 - 07/2018 
$1,509,405 
 
R01GM103961:Comprehensive Characterization of Canine Genomic Structural Diversity: 
Co-I (Principal Investigator:Jeffrey Kidd) 
National Institutes of Health 
09/2013 - 04/2017 
$985,991 
 
F32HG004207:Improving INDEL Identification in Genomic Sequences: 
Funded by 
National Human Genome Research Institute 
09/2006 - 10/2008 
$99,022 
 

 

   

Honors and Awards 

National 
2006 - 2008 Ruth L. Kirschstein National Research Service Award (NRSA) Individual 

Postdoctoral Fellowship, Emory University 
2012 Sixth Annual Young Investigators, GenomeWeb 

2015 Highlighted in "Copy Number Analysis Starts to Add Up, Genetic Engineering & 
Biotechnology News 

2015 Profiled, Journal of Young Investigators 

2018 Profiled, Georgia Tech, College of Sciences 

https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
https://umich.elements.symplectic.org/viewobject.html?cid=2&id=1375920
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Institutional 
2014 Endowment for the Basic Sciences Teaching Award, Medical School 
2020 Accelerator Award from the Endowment of Basic Sciences, Medical School 

2021 Leadership Academy, Medical School, Office of Faculty Affairs & Faculty 
Development 

 

   

Study Sections, Editorial Boards, Journal & Abstract Review 

Study Sections 
National 
2014 NIH Study Section - Interpreting Variation in Human Non-Coding Genomic 

Regions Using Computational Approaches and Experimental Assessment, NIH, 
(Ad Hoc) 

2015 NIH Study Section – Interpreting Variation in Human Non-Coding Genomic 
Regions Using Computational Approaches and Experimental Assessment, NIH, 
(Ad Hoc) 

2015 NIH Study Section – Genomics, Computational Biology and Technology, NIH, (Ad 
Hoc) 

2016 NIH Study Section – Maximizing Investigators' Research Award for New and 
Early-Stage Investigators, NIH, (Ad Hoc) 

2016 NIH Study Section – Genomics, Computational Biology and Technology, NIH, (Ad 
Hoc) 

2018 NIH Special Emphasis Panel - Rare Genetic Disorders as a Window into the 
Genetic Architecture of Mental Disorders (Co-Chair), NIH, (Ad Hoc) 

2019 NIH Study Section – Genomics, Computational Biology and Technology 
(February), NIH, (Ad Hoc) 

2019 NIH Study Section – Genomics, Computational Biology and Technology (October), 
NIH, (Ad Hoc) 

2022 NIH Study Section - Bioengineering, Biodata, and Biomodeling Technologies, NIH, 
(Ad Hoc) 

2022 Special Emphasis Panel - Expert-Driven Small Projects to Strengthen Gabriella 
Miller Kids First Discovery, NIH, (Ad Hoc) 

Institutional 
2018 University of Michigan Precision Health Investigators Awards - Reviewer, Medical 

School, (Ad Hoc) 
2022 PRR Trainee Committee - Application Review, University of Michigan, (Ad Hoc) 

Editorial Boards / Journal & Abstract Reviews 
Editorial Boards 

2015 - 2019 Editorial Board Member, Scientific Reports 

2017 - 2020 Editorial Board Member, PeerJ 

Journal Review 

2012 - present Bioinformatics (Ad Hoc) 
2012 - present BMC Bioinformatics (Ad Hoc) 

2012 - present Genome Biology (Ad Hoc) 

2012 - present Genome Research (Ad Hoc) 
2012 - present American Journal of Human Genetics (Ad Hoc) 



 
 

     
    

06/30/2023 
 

Ryan Mills 
 

 

7 
 

 

   
     

2012 - present Nature Genetics (Ad Hoc) 

2013 - present Nature Communications (Ad Hoc) 
2013 - present Nature Protocols (Ad Hoc) 

2014 - present Human Genetics (Ad Hoc) 

2015 - present PLoS Computational Biology (Ad Hoc) 
2016 - present Methods (Ad Hoc) 

2018 - present European Journal of Human Genetics (Ad Hoc) 

2020 - present Genetics (Ad Hoc) 
2021 - present Nature (Ad Hoc) 

 

   

Teaching 

Mentorship 
Faculty Member 

01-2020-Present Weichen Zhou, University of Michigan, Computational Medicine and 
Bioinformatics, Research Investigator 

Postdoctoral Fellow 

01-2012-01-2016 Gargi Dayama, University of Michigan, Computational Medicine and 
Bioinformatics, Postdoctoral Fellow 

01-2015-01-2020 Weichen Zhou, University of Michigan, Computational Medicine and 
Bioinformatics, Postdoctoral Fellow 

01-2019-01-2020 Yifan Wang, University of Michigan, Computational Medicine and Bioinformatics, 
Postdoctoral Fellow 

Graduate Student 
01-2013-01-2017 Xuefang Zhao, University of Michigan, Computational Medicine and 

Bioinformatics, PhD Degree 
01-2013-01-2018 Sang Chun, University of Michigan, Computational Medicine and Bioinformatics, 

PhD Degree 
01-2014-01-2014 Fan Zhang, University of Michigan, Computational Medicine and Bioinformatics, 

PhD Rotation Student 
01-2014-01-2018 Akima George, University of Michigan, Computational Medicine and 

Bioinformatics, MS Degree 
01-2014-01-2019 Yifan Wang, University of Michigan, Human Genetics, PhD Degree 

01-2015-01-2022 Marcus Sherman, University of Michigan, Computational Medicine and 
Bioinformatics, PhD Degree 

01-2016-01-2017 Nan Lin, University of Michigan, Computational Medicine and Bioinformatics, MS 
Degree 

01-2016-01-2022 Alexandra Weber, University of Michigan, Computational Medicine and 
Bioinformatics, PhD Degree 

01-2017-05-2023 Chen Sun, University of Michigan, Computational Medicine and Bioinformatics, 
PhD Student 

01-2017-01-2017 Catherine Barnier, University of Michigan, Computational Medicine and 
Bioinformatics, PhD Rotation Student 

01-2017-05-2018 Zhenning Zhang, University of Michigan, Computational Medicine and 
Bioinformatics, MS Degree 

01-2019-Present Steve Ho, University of Michigan, Human Genetics, PhD Student 

01-2019-Present Wenjin Gu, University of Michigan, Bioinformatics, PhD Student 
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01-2021-01-2021 Kai Li, University of Michigan, Computational Medicine and Bioinformatics, PhD 
Rotation Student 

01-2022-Present Shaomiao Xia, University of Michigan, Computational Medicine and 
Bioinformatics, MS Student 

01-2022-Present Jinhao Wang, University of Michigan, Computational Medicine and Bioinformatics, 
PhD Student 

01-2022-01-2022 Maya Bose, University of Michigan, Computational Medicine and Bioinformatics, 
PhD Rotation Student 

03-2023-Present Brandt Bessell, University of Michigan, Computational Medicine and 
Bioinformatics, PhD Student 

03-2023-Present Xiaomeng Du, University of Michigan, Computational Medicine and Bioinformatics, 
PhD Student 

03-2023-Present Shuyi Xie, University of Michigan, Computational Medicine and Bioinformatics, MS 
Student 
 

Undergraduate Student 
01-2018-01-2019 Byungjun Kim, Cornell University, Summer Research 

01-2019-01-2019 Samantha Rondeau, University of Michigan, Research Experience 

01-2020-01-2021 Priya Ghandi, University of Michigan, Research Experience 

01-2021-01-2022 Yanming Gan, University of Michigan, Research Experience 

01-2022-01-2022 Thomas Chang, University of Michigan, Summer Research 

08-2022-08-2023 Sophia Marcotte, University of Michigan, Research Experience 

Teaching Activity 
National 
06-2014-06-2019 Lecturer, Mathematical and Theoretical Biology Institute, Arizona State University 

Institutional 
01-2012-Present Doctoral Preliminary Exams (n=37), University of Michigan 

09-2012-09-2012 Lecturer, HG 632 – Experimental Genetics Systems, University of Michigan 

09-2012-12-2018 Coursemaster/Lecturer, BIOL 527 – Introduction to Bioinformatics, University of 
Michigan 

01-2014-01-2014 Lecturer, UM NIEHS P30 Center and UM BRCF Bioinformatics Core Workshop – 
Introduction to Genome Variation, University of Michigan 

09-2014-09-2014 Lecturer, Coursera (online) – Introduction to Bioinformatics, University of Michigan 

01-2015-05-2019 Lecturer, BIOINF 525 - Foundations in Bioinformatics and Systems Biology, 
University of Michigan 

08-2015-08-2019 Coursemaster/Lecturer, BIOINF/HUMGEN/BIOSTATS 606 – Introduction to 
Biocomputing, University of Michigan 

03-2016-Present HUMGEN 803 – Current Methods, University of Michigan, Human Genetics, 
Lecturer 

03-2016-Present Lecturer, HUMGEN 551 – Computational Genomics, University of Michigan 

01-2019-Present Coursemaster/Lecturer, BIOINF 529 - Bioinformatics Concepts and Algorithms, 
University of Michigan 

01-2021-Present Session Leader, PIBS 503 - Responsible Conduct in Research, University of 
Michigan 

Dissertation Committees 



 
 

     
    

06/30/2023 
 

Ryan Mills 
 

 

9 
 

 

   
     

 

05-2013-04-2017 Xuefang Zhao, Understanding the complexity of human structural genomic 
variation through multiple whole genome sequencing platforms, University of 
Michigan, Computational Medicine and Bioinformatics, Chair 

05-2013-11-2017 Sang Chun, Development and Application of Next-Generation Sequencing 
Methods to Profile Cellular Translational Dynamics, University of Michigan, 
Computational Medicine and Bioinformatics, Chair 

09-2013-09-2016 Brendan Veeneman, Development and application of methods to discover 
cancer-associated transcript variants, University of Michigan, Computational 
Medicine and Bioinformatics, Committee Member 

05-2014-05-2019 Yifan Wang, Detection of Rare Events in Complex Sequencing Data, University of 
Michigan, Human Genetics, Chair 

07-2014-03-2016 Kärt Tomberg, Identification of Thrombosis Modifier Genes Using ENU 
Mutagenesis in the Mouse, University of Michigan, Human Genetics, Committee 
Member 

08-2014-04-2016 Killeen Kirkconnell, Capturing transcriptional dynamics using nascent RNA 
sequencing, University of Michigan, Human Genetics, Committee Member 

09-2014-03-2018 Caitlin Rodriguez, The role of upstream open reading frames in regulating 
neuronal protein synthesis, University of Michigan, Neuroscience, Committee 
Member 

09-2014-09-2017 Diane Flasch, LINE-1 Integration Preferences in Human Somatic Cells, University 
of Michigan, Human Genetics, Committee Member 

04-2015-04-2017 Andy Kong, Computational strategies for proteogenomic analyses, University of 
Michigan, Computational Medicine and Bioinformatics, Committee Member 

10-2015-09-2017 Daniel H. Hovelson, Precision oncology opportunities and disease insights from 
next-generation sequencing profiling of routine clinical biospecimens, University of 
Michigan, Computational Medicine and Bioinformatics, Committee Member 

01-2016-07-2022 Marcus Sherman, Cultivation of enhanced bioinformatic-specific pedagogical 
manipulatives, interventions, and professional development, University of 
Michigan, Computational Medicine and Bioinformatics, Chair 

06-2016-04-2019 Fan Zhang, , Leveraging Genetic Variants for Rapid, Robust, and Scalable 
Analysis of Massive Sequence Datasets, University of Michigan, Computational 
Medicine and Bioinformatics, Committee Member 

08-2016-09-2020 Sierra Nishizaki, Decoding the Non-coding Genome: Novel Technologies for the 
Characterization of Non-coding Elements and Variation, University of Michigan, 
Human Genetics, Committee Member 

09-2016-05-2022 Alexandra Weber, Integrating Diverse Technologies for Genomic Variant 
Discovery, University of Michigan, Computational Medicine and Bioinformatics, 
Chair 

10-2016-05-2021 Nguyen Vo, The Genetic Heterogeneity and Drug Resistance Mechanisms in 
Relapse Refractory Multiple Myeloma, University of Michigan, Computational 
Medicine and Bioinformatics, Committee Member 

10-2016-04-2018 Adrian Tan, Statistical and Computational Methods for the Unified Analysis of 
Short Genetic Variants, University of Michigan, Biostatistics, Committee Member 

04-2017-03-2021 Shengcheng Dong, Computational methods to identify regulatory variants in the 
non-coding regions of the human genome, University of Michigan, Computational 
Medicine and Bioinformatics, Committee Member 

05-2017-Present Hillary Miller, University of Michigan, Cellular and Molecular Biology, Committee 
Member 

01-2018-03-2023 Chris Castro, Investigating the Role of Noncoding De Novo Single-Nucleotide 
Variants in Autism Spectrum Disorder University of Michigan, Computational 
Medicine and Bioinformatics, Committee Member 



 
 

     
    

06/30/2023 
 

Ryan Mills 
 

 

10 
 

 

   
     

03-2018-06-2019 Scott Ronquist, Methods for Analyzing the 4D Nucleome, with Application to 
Cellular Reprogramming, University of Michigan, Computational Medicine and 
Bioinformatics, Committee Member 

03-2018-Present Chen Sun, University of Michigan, Computational Medicine and Bioinformatics, 
Chair 

04-2018-01-2022 Ningxin Ouyang, Deciphering Transcriptional Regulatory Circuits: Transcription 
Factor Binding and Regulatory Variants Identification, University of Michigan, 
Computational Medicine and Bioinformatics, Committee Member 

12-2018-05-2021 Siyu Liu, Epigenetic effects in head and neck cancer and di-2-ethylhexyl phthalate 
(DEHP) exposure, University of Michigan, Computational Medicine and 
Bioinformatics, Committee Member 

01-2019-Present Steve Ho, University of Michigan, Human Genetics, Chair 

01-2019-Present Wenjin Gu, University of Michigan, Computational Medicine and Bioinformatics, 
Chair 

01-2019-07-2020 James Delorme, Linking intracellular events to network reorganization in sleep-
dependent memory consolidation, University of Michigan, Neuroscience, 
Committee Member 

05-2019-Present Kevin Hu, University of Michigan, Computational Medicine and Bioinformatics, 
Committee Member 

08-2019-Present Elizabeth Gensterblum-Miller, University of Michigan, Cellular and Molecular 
Biology, Committee Member 

03-2020-07-2022 Daniel Geislzer, Computational Methods for Characterizing Post-translational and 
Chemical Modifications Found in Open Searches, University of Michigan, 
Computational Medicine and Bioinformatics, Committee Member 

11-2020-Present Camille Mumm, University of Michigan, Human Genetics, Committee Member 

09-2021-Present Samantha Grudzien, University of Michigan, Neuroscience, Committee Member 

02-2022-Present D. Ford Hannum, University of Michigan, Computational Medicine and 
Bioinformatics, Committee Member 

03-2022-Present Shiting Li, University of Michigan, Computational Medicine and Bioinformatics, 
Committee Member 

04-2022-Present Anthony Nguyen, University of Michigan, Human Genetics, Committee Member 

05-2022-Present Itzaira Mercado-Hernandez, University of Michigan, Human Genetics, Committee 
Member 

06-2022-Present Noshad Hosseini, University of Michigan, Computational Medicine and 
Bioinformatics, Committee Member 

06-2023-Present Noah Helton, University of Michigan, Human Genetics, Committee Member 
 

   

Memberships in Professional Societies 
2009 - Present American Society of Human Genetics 

2011 - Present International Society for Computational Biology 
 

   

Committee/Service 

National 
2011 Program Committee, First RECOMB Satellite Workshop on Massively Parallel 

Sequencing, Member 
2015 - present Program Committee, Great Lakes Bioinformatics Conference, Member 

2015 Program Committee, Fifth RECOMB Satellite Workshop on Massively Parallel 
Sequencing, Member 
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2016 Abstract Committee, American Society of Human Genetics, Other, Abstract 
Reviewer 

2018 - present Program Committee, Intl. Conference on Algorithms for Computational Biology, 
Member 

2018 Abstract Committee, American Society of Human Genetics, Other, Abstract 
Reviewer 

2019 - present National Association of Wabash Men, Wabash College, Board of Directors 

Departmental 
2012 Master's Program Admissions Committee, DCM&B, Member 

2013 - 2020 Master's Admission Committee, Human Genetics, Member 
2014 - 2016 Seminar Series Committee, DCM&B, Co-Chair 

2014 - 2017 Picnic Committee, Human Genetics, Chair 

2014 - 2021 PhD Admissions Committee, DCM&B, Member 
2016 - present Chair's Advisory Committee, DCM&B, Member 

2016 - 2019 Website Committee, DCM&B, Chair 

2019 - present Space Committee, DCM&B, Member 
2021 - present Faculty Search Committee, DCM&B, Member 

2021 - present IT Committee, DCM&B, Chair 

2022 - present PhD Admissions Committee, DCM&B, Co-Chair 
2022 - present Retreat Committee, DCM&B, Chair 

Institutional 
2015 - 2016 Faculty Leading Change, U-M ADVANCE Program, Other, Participant 
2017 - present Basic Research IT (BRIT) Committee, Medical School, Co-Chair 

2018 - 2020 HITS Learning Services Governance Committee, Medical School, Member 

2019 - 2020 PIBS Curriculum Committee, Medical School, Member 
2020 - 2022 Advisory Committee on Appointments, Promotions, and Tenure (ACAPT), Medical 

School, Member 
2020 - 2022 Pedagogy of Interdisciplinary Science Education (POISE) Training Program, 

University of Michigan, Advisory Board 
2022 - present Advisory Committee on Appointments, Promotions, and Tenure (ACAPT), Medical 

School, Chair 
2022 - 2023 Grievance Hearing Board, University of Michigan, Member 

 

   

Scholarly Activities 

Presentations 

Extramural Invited Presentation 
Speaker 

1.    Improving gene annotation of cytomegalovirus genomes by statistical and comparative genomics as 
verified by a proteomics-based analysis of isolated MCMV virions, 9th International Cytomegalovirus 
Workshop, 05/2003, Maastricht, Netherlands 
2.    Designing Custom CGH Arrays: Considerations for CNV Discovery and Genotyping, Agilent 
Technologies Workshop, American Society of Human Genetics, 10/2009, Honolulu, HI 

https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848916
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848916
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848916
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848912
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848912
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3.    Capturing Structural Variation from Whole Genome Population-Scale Sequencing: Perspectives from 
the 1000 Genomes Project, Cambridge Healthtech Institute, X-GEN Congress and Expo, 03/2011, San 
Diego, CA 
4.    Challenges in Mapping Copy Number Variation from Population-scale Genome Sequence Data, Open 
Science Grid, 2011 All Hands Meeting, 03/2011, Boston, MA 
5.    Structural Variation in the 1000 Genomes Project, Genomic Disorders 2012, Wellcome Trust Sanger 
Institute, 03/2012, Hinxton, UK 
6.    Discovery and functional impact of structural variation across 1000 genomes, Cambridge Healthtech 
Institute, NGx: Applying Next Generation Sequencing, 08/2012, Providence, RI 
7.    Discovery and Analysis of Structural Genomic Variation in Human Populations, School of Biology 
Seminar, Wabash College, 10/2012, Crawfordsville, IN 
8.    1000 Genomes Project Data Tutorial, International Congress of Human Genetics, 11/2012, Montreal, 
Canada 
9.    1000 Genomes Project Data Tutorial, American Society of Human Genetics Annual Meeting, 11/2012, 
San Francisco, CA 
10.    Mapping structural variation by population-scale genome sequencing, Radiation Effects Research 
Foundation, 03/2013, Hiroshima, Japan 
11.    Exploring Complex Structural Genomic Variation using Next-Gen Sequencing, BioConference Live, 
Genetics and Genomics, 08/2014, Online (Live Virtual Presentation) 
12.    Genomic landscape of polymorphic nuclear mitochondrial insertions in humans and other primates, 
American Society of Human Genetics Annual Meeting, 10/2014, San Diego, CA 
13.    Exploring the Hidden Genome: Deciphering Cryptic and Complex Structural Variation, Ewha Womans 
University, 07/2016, Seoul, South Korea 
14.    Excavating the Deep Genome: Deciphering Structural Variation in Complex and Repetitive Regions, 
Oakland University, 04/2019, Rochester, MI 
15.    Identification and Characterization of Cryptic Structural Variation in Human Genomes, Association for 
Molecular Pathology Annual Meeting & Expo, 11/2019, Baltimore, MD 
16.    Identification and Characterization of Cryptic Genomic Repetitive Elements, Stanford University, 
05/2020, Stanford, CA (Live Virtual Presentation) 
17.    Identification and Characterization of Structural Variation in Human Genomes, Future Biotech Winter 
Retreat, 11/2020, Novosibirsk, Russia 
18.    New Technologies for Identifying and Characterizing Genomic Repetitive Elements, Department of 
Biomedical Informatics Colloquium, University of Pittsburgh, 02/2021, Pittsburgh, PA (Live Virtual 
Presentation) 
19.    New Technologies for Identifying and Characterizing Genomic Repetitive Elements, SV Working 
Group, Broad Institute, 02/2022, Boston, MA (Live Virtual Presentation) 
20.    Pebbles in the Sand: Exploring the Mosaic Nature of Neuronal Genomes, CSL Student Conference, 
University of Illinois at Urbana-Champaign, 02/2023, Urbana-Champaign, IL 
Moderator 

1.    Platform Moderator, American Society of Human Genetics Annual Meeting, 11/2012, San Francisco, 
CA 
2.    Invited Session Moderator, American Society of Human Genetics Annual Meeting, 10/2014, San Diego, 
CA 
Panel 
1.    Panel Discussion: Copy Number Variants, 3rd Annual PQG Conference, Harvard School of Public 
Health, 11/2009, Boston, MA 

Intramural Invited Presentation 
Speaker 

https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848909
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848909
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848909
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848910
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848910
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848908
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848908
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848907
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848907
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848918
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848918
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848921
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848921
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848922
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848922
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=240279
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=240279
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1865616
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1865616
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919428
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919428
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1926075
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1926075
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083675
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083675
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083676
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083676
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083678
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083678
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083677
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083677
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083679
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083679
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083679
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083680
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2083680
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2154639
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2154639
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=2154639
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919429
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919429
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919430
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1919430
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848913
https://umich.elements.symplectic.org/viewobject.html?cid=1&id=1848913
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1.    Analysis of Structural Variation in the 1000 Genomes Project Pilot:New Methods, New Insights (co-
speaker), Medical and Population Genetics Seminar, Broad Institute, 09/2010, Boston, MA 
2.    Natural Structural Variation in the Human Genome, Interdisciplinary Group Seminar (IGS), Rackham 
Graduate School, University of Michigan, 04/2012, Ann Arbor, MI 
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